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84.	Dalton, J, Fear J.M., Knott, S, Baker, B, McIntyre L.M., Arbeitman, M. 2013 Male-specific Fruitless isoforms have different regulatory roles conferred by distinct zinc finger DNA binding domains. BMC Genomics 14:659 PMID: 24074028
85.       	Yang, Y, Fear J.M., Hu J, Haecker, I, Zhou, L, Renne, R, Bloom, D, McIntyre L.M. 2014 Leveraging biological replicates to improve analysis in ChIP-seq experiments. Computational and Structural Biotechnology Journal Vol 9 Issue 13 e201401002. PMID: 24688750
86. 	Graze, R.M. McIntyre, L.M.  Morse, A.M.  Boyd, B. M. Nuzhdin, S.V. Wayne, M.L. 2014 What the X Has to Do with It: Differences in Regulatory Variability between the Sexes in Drosophila simulans Genome Biol Evol Vol. 6 818-829 first published online April 1, 2014doi:10.1093/gbe/evu060 PMID: 24696400
87.	Hu, J. Yang, Y., Turner, P., McIntyre L.M., Renne R.  2014 LANA binds to multiple active viral and cellular promoters and associates with the H3K4Methyltransferase hSET1 complex PLOS Pathogens 2014 Jul 17;10(7):e1004240. doi: 10.1371/journal.ppat.1004240 PMID: 25033463
88.	Yang, Y. Boss, I.W., McIntyre, L.M., Renne R. 2014 A systems biology approach identified different regulatory networks targeted by KSHV miR-K12-11 in B cells and endothelial cells BMC Genomics BMC Genomics 2014, 15:668 PMID: 25106478
89. 	Novelo L.L., McIntyre L.M., Fear J.M., Graze R.M. 2014. A ﬂexible Bayesian method for detecting allelic imbalance in RNA-seq data. BMC Genomics 15 (1), 920 PMID: 25339465
90. 	Fear J.M., Arbeitman M.N., Salomon M.P., Dalton J.E., Tower J., Nuzhdin S.V., McIntyre L.M. 2015 The wright stuff: reimagining path analysis reveals novel components of the sex determination hierarchy in drosophila melanogaster. BMC systems biology 9 (1), 53 PMID: 26335107
91.	Akin D., Newman J.R.B., McIntyre L.M, and Sugrue S. 2016 Impact of PNN on gene expression and alternative splicing in corneal epithelial cells. Mol Vis.  Jan 16;22:40-60. PMID: 26900324
92.	Fear, J.M. Leon-Novelo L.G., Morse A.M.,  Gerken A.R., Lehman K. , Tower J.,  Nuzhdin S.V., McIntyre L.M. 2016 Buffering of Genetics regulatory Networks in Drosophila melanogaster. GENETICS DOI: 10.1534/genetics.115.185363 PMID: 27194752
93.	Felderhoff, T. Saballos,A., McIntyre L.M., Vermerris W.E. 2016 Using genotyping by sequencing to map two novel anthracnose resistance loci in Sorghum bicolor G3 doi: 10.1534/g3.116.030510 PMID: 27194807
94.	Newell, N.R., New, F.N., Dalton, J.E., McIntyre, L.M. and Arbeitman, M.N. 2016 Neurons That Underlie Drosophila melanogaster Reproductive Behaviors: Detection of a Large Male-Bias in Gene Expression in fruitless-Expressing Neurons G3 g3.115.019265 PMID: 27247289
95.	Weng L., Gong Y., Culver J.; Gardell, S.J. Petucci C., Morse A.M., Frye R.F., Turner S.T., Chapman A., Boerwinkle E., Gums J., Beitelshees A., Borum M.R., Johnson J.A., Garrett T.J., McIntyre L.M., Cooper-DeHoff R. 2016 Presence of Arachidonoyl-Carnitine is Associated with Adverse Cardiometabolic Responses in Hypertensive Patients Treated with Atenolol Metabolomics 12: 160. doi:10.1007/s11306-016-1098-2
96.	Yendrek C, Tomaz T, Montes , Cao Y, Morse A.M., Brown P.J., McIntyre L.M, Leakey A., and Ainsworth E. 2016 High-throughput phenotyping of leaf physiological and biochemical responses to ozone stress in diverse maize genotypes using hyperspectral reflectance Plant Physiology doi: http:/​/​dx.​doi.​org/​10.​1104/​pp.​16.​01447 PMID: 28049858
97.	Zhang R., Lee C., Lawson L., McIntyre L.M. and Harfe B.D. 2017 SHH Protein Variance in the Limb Bud Is Constrained by Feedback Regulation and Correlates with Altered Digit Patterning G3 doi:10.1534/g3.116.033019
98. 	Ragavan M., Kirpich A. , Fu X., Burgess S., McIntyre L.M. , and Merritt M.,  A 2017 Comprehensive Analysis of Myocardial Substrate Preference Emphasizes the Need For a Synchronized Fluxomic/Metabolomic Research Design AJP-Heart and Circulatory Physiology Am J Physiol Heart Circ Physiol. 2017 Jun 1;312(6):H1215-H1223. doi: 10.1152/ajpheart.00016.2017. Epub 2017 Apr 14. PMID: 28411229 
99. 	Ge Y, Paisie TK, Newman J.R.B., McIntyre L.M., Concannon P. Diabetes. 2017 Jul;66(7):2033-2043. doi: 10.2337/db16-1023. Epub 2017 Jun 12. UBASH3A Mediates Risk for Type 1 Diabetes Through Inhibition of T-Cell Receptor-Induced NF-κB Signaling. PMID: 28607106
100.	Verhoeven K.J.F, Verbon E.H., van Gurp T.P., Oplaat C., Ferreira de Carvalho J., Morse A.M., Stahl M., Macel M. and McIntyre L.M. 2017 Intergenerational environmental effects: Functional signals in offspring transcriptomes and metabolomes after parental jasmonic acid treatment in apomictic dandelion New Phytologist Oct 16. doi: 10.1111/nph.14835 PMID: 29034954
101.	Morse AM, Calabro KR, Fear JM, Bloom DC, McIntyre LM 2017 Reliable detection of Herpes Simplex Virus sequence variation by high throughput resequencing Virsuses 9 (8), 226
102.	Newman JRB, Conesa A, Mika M,  New FN, Onengut-Gumuscu S Rich SS, Atkinson MA McIntyre LM, Concannon P, 2017 Disease-specific biases in alternative splicing and tissue-specific dysregulation revealed by multi-tissue profiling of lymphocyte gene expression in type 1 diabetes Genome Research http://www.genome.org/cgi/doi/10.1101/gr.217984.116
103. 	Leon-Novelo L, Gerken A, Graze RM, McIntyre LM, Marroni F 2017 Direct testing for allele specific expression differences between conditions G3:  Genes, Genomes, Genetics doi:10.1534/g3.117.300139
104.	Yendrek CR, Erice G, Montes CM, Tomaz T, Sorgini CA, Brown PJ, McIntyre LM, Leakey ADB, Ainsworth EA. 2017 Elevated ozone reduces photosynthetic carbon gain by accelerating leaf senescence of inbred and hybrid maize in a genotype-specific manner Plant Cell Environ. 40:3088–3100. doi: 10.1111/pce.13075 
105. 	Patterson, R Kirpich AK, Koelmel JP, Kalavalapalli S, Morse AM, Cusi K, Sunny N, McIntyre LM Garrett T Yost RA 2017 Improved Experimental Data Processing for UHPLC-HRMS/MS Lipidomics Applied to Fatty Liver Disease Metabolomics 13:142 doi: 10.1007/s11306-017-1280-1
106. 	Kirpich A, Ibarra M, Moskalenko O., Fear J.M., Gerken J., Mi X, Ashrafi A. Morse A.M., McIntyre L.M.  2018 SECIMTools: A Galaxy Based set of Metabolomics Data Analysis Tools BMC Bioinformatics 10.1186/s12859-018-2134-1
107. 	Newman JRB, Conesa A, Tardaguila M, Concannon P McIntyre LM 2018 Event Analysis: using transcript events to improve estimates of abundance in RNA-seq data G3:  Genes, Genomes, Genetics vol. 8 no. 9 2923-2940; doi: 10.1534/g3.118.200373
108. 	Kirpich A, Ainsworth, EA, Wedow JM, Newman JRB, Michailidis G, McIntyre L.M.  Variable selection in omics data: a practical evaluation of small sample sizes Plos One doi:10.1371/journal.pone.0197910
109.	Igolkina AA Armoskus C, Newman JRB, Evgrafov OV, McIntyre LM, Nuzhdin SV and Maria G. Samsonova1 2018 Analysis of Gene Expression Variance in Schizophrenia Using Structural Equation Modeling  Front. Mol. Neurosci., 11 June 2018 | doi: 10.3389/fnmol.2018.00192
110.	Boatwright L, McIntyre LM, Morse AM, Chen S, Yoo M-J, Koh J, Soltis PS, Soltis DE, Barbazuk WB, Homeolog-specific expression in recently formed Tragopogon allopolyploids  GENETICS  doi: 10.1534/genetics.118.301564
111. 	Casillas-Ituarte, N.N DiBartola A.C. Broughton MJ Pérez-Guzmán L Wheeler RM, Ibaraki M, Lower BA, Dunn JA, Lower BH, Fowler Jr VG, Hӧӧk M, McIntyre LM, Lower SK Fibrinogen binding is affected by amino acid substitutions in C-terminal repeat region of fibronectin binding protein A 2019 DOI : 10.1038/s41598-019-48031-5
112. 	Choquette NE*, Ogut F*, Wertin TM , Montes CM, Sorgini CA, Morse AM, Brown PJ, Leakey ADB, McIntyre LM, Ainsworth EA, Uncovering hidden genetic variation in photosynthesis of field-grown maize under ozone pollution Running title: Genetic variation in maize ozone response 2020 Global Change Biology
113. 	de la Fuente,L, Arzalluz-Luque,A Tardáguila M, del Risco H,Martí C,Tarazona S,Salguero P,Scott R,Alastrue-Agudo A P,Newman JRB,McIntyre LM,Moreno-Manzano V,Conesa A tappAS: a comprehensive computational framework for the analysis of the functional impact of differential splicing Genome Biology 2020 21:119 https://doi.org/10.1186/s13059-020-02028-w
114.	Choi S-H, Dagher M, Ruffin F, Park LP, SharmaKuinkel B, Souli M, Morse AM, Eichenberger EM, Hale L, Kohler C, Warren B, Hansen B, Mba Medie F, McIntyre L.M and Fowler VG Jr. Risk Factors for Recurrent Staphylococcus aureus Bacteremia 2020 Clinical infectious Disease https://doi.org/10.1093/cid/ciaa801
115. 	Miller B, Morse AM, Borgert JE, Liu Z, Sinclair K, Gamble G, Zou F, Newman JRB, León-Novelo L, Marroni F, McIntyre LM Testcrosses are an efficient strategy for identifying cis regulatory variation: Bayesian analysis of allele specific expression (BayesASE)  G3 01 May 2021, 11(5) DOI: 10.1093/g3journal/jkab096
PMID: 33772539 PMCID: PMC8104932
[bookmark: _Hlk73791913]116. 	Gouveia GJ, Shaver AO, Garcia BM, Morse AM, Andersen EC, Edison AS, McIntyre LM Long-Term Metabolomics Reference Material Anal. Chem. 2021, 93, 26, 9193–9199 PMID: 34156835 DOI: 10.1021/acs.analchem.1c01294

Reviews and Opinion
1. Jansen, R. C., Tesson, B. M., Fu, J., Yang, Y. and McIntyre, L. M. 2009. Defining Gene and QTL networks. Current Opinion in Plant Biology. 12:1-6. PMID: 19196544
2. Nuzhdin, S.V. Friesen M.L., and McIntyre, L.M. 2012 Genotype-phenotype mapping in a post GWAS world Trends in Genetics Volume 28 Issue 9 pages 421-426 PMID: 22818580

Editorials
1.	McIntyre, L.M. (2010) Data: The Foundation of Science. Genetics, 184: 1. PMID: 20061563
2. 	McIntyre, L.M. de Koning D.J. (2012) Genetics, Facilitating discovery: the role of the society journals in collaborative science PMID: 22384392; PMID: 22345602
3. 	de Koning D.J., McIntyre L.M. (2012) Setting the Standard: A Special Focus on Genomic Selection in GENETICS and G3
4.	McIntyre L.M and de Koning D.J. (2014) GENETICS and G3: Community Driven Science, Community Driven Journals G3: Genes| Genomes| Genetics 4 (9), 1567-1568
5. 	de Koning DJ, McIntyre LM. Back to the Future: Multiparent Populations Provide the Key to Unlocking the Genetic Basis of Complex Traits. G3 (Bethesda). 2017 Jun 7;7(6):1617-1618. doi: 10.1534/g3.117.042846. PMID: 28592643 Genetics. 2017 Jun;206(2):527-529. doi: 10.1534/genetics.117.203265. PMID: 28592493


Book Chapters
1.	Moody, D., B. Fadlia, A. K. Singh, S. Shah, and McIntyre, L.M. 2002. Quantitative Comparison of Image Analysis Software. DNA Press. p.155-166.

Invited Talks 2012-2021
1. Variability in RNA-seq: design and modeling April 2012 Verona, Italy 4th International Statseq workshop
2. Tips and Tools for assaying allele specific expression genome-wide June 2012 University of Louisville 
3. Allele Specific Expression June 2012 8th International Symposium on Statistics June 2012 Purdue University
4. Tips and Tools for assaying Allele Specific Expression June 2012 University of Nebraska, Lincoln Nebraska
5. Genotype to Phenotype Mapping in a Post-GWAS World September 2012 Wageningen Agricultural University, the Netherlands
6. Gene network Reconstruction: Connecting the Dots November 2012 Veterinary Medical Center Vienna, Austria
7. Allele Specific Expression November 2013 Impact of Large scale Omic Data on Statistical and Quantitative Genetics (SQG13), Seattle Washington
8. Allele Specific Expression December 2013 Monash University, Melbourne Australia
9. Experimental Design in large scale omics studies December 2013 CSIRO Canberra Australia
10. Allele Specific Expression December 2013 University of Queensland, Brisbane Australia
11. Allele Specific Expression October 2014 Michigan State University, East Lansing Michigan
12. Using Path Analysis to Reveal Novel Components of the Sex Determination Hierarchy in Drosophila melanogaster Plant and Animal Genome XXIII January 2015
13. Allele Specific Expression: Drosophila to Tragopogon October 2015 Clemson University, South Carolina 
14. Allele Specific Expression: Drosophila to Tragopogon November 2015 Texas A&M University, College Station Texas Invited by students
15. Allele Specific Expression: Drosophila to Tragopogon November 2015 Uppsala University, Uppsala Sweden 
16. The Wright stuff: reinventing path analysis December 2015 University of Utah Salt Lake City Utah 
17. Regulation of Gene Expression in Drosophila February 2016 University of Wisconsin Madison Wisconsin
18. The Wright stuff: reimagining path analysis reveals novel components of the sex determination hierarchy in drosophila melanogaster March 2016 The University of Missouri
19. Systems Genetics in Maize: A multilevel analysis of Maize response to Ozone July 2016 TAGC Orlando, FL 
20. Allele Specific expression in Tragopogon and Maize September 2016 the 4th annual Plant Genomics Congress Philadelphia, PA
21. Importance of rigorous analytic and experimental design approaches in metabolomics studies.  Conference in measurement Trondheim, Norway June 2017
22. Leveraging Natural Genetic Variation to  Expand our Knowledge of Gene Regulatory Networks February 2018 University of Virginia
23. Sex specific regulation of gene expression in D. melanogaster and D. simulans University of Florida Genetics Symposium October 2018
24. Quantitative Genetics, Genetical Genomics and Systems Genetics: Why technology matters less than biology Udine, Italy 2019
25. RNA splicing: identifiability and importance, University of North Carolina-Charlotte 2019
26. Testing for allelic imbalance between environments SMBE 2021


Undergraduate Students from UFL

Carter Johnson BS expected 2022 Data Science
Brando Mora BS Expected 2022 Computer Science Image segmentation in D. melanogaster
Brecca Miller BS 2019 (Honors Thesis Biomedical Engineering: Algorithm enhancement in allele specific expression currently PhD student data science NYU) 
Jacqueline Elyse Borgert BS 2018 (Honors Thesis Mathematics: Random Numbers currently PhD student statistics UNC)
Gavin Olmeda Gamble (Aerospace Engineering: High throughput sequence analysis in Galaxy currently Senior working with Aerospace design team)
Chelsea Tymms (Computer Science: PhD Computer Science New York University, Postdoctoral Associate Facebook)
Alexi Runnels (Biology: PhD Molecular Biology Princeton University, currently Project Manage Genome Sciences University of Washington)
Catherine Edmonson (Honors Thesis Biochemistry: Predicted impact of SNPs in fibronectin binding protein A of Staphylococcus aureus - included in publication #74.  MD 2016 University of Florida Currently Neurosurgical Resident University of Michigan)
Rhonda Bacher (Honors thesis Statistics/Math use of linear models to address issues of heteroscedasticity in the analysis of RNA seq data. PhD Statistics University of Wisconsin: Currently Assistant Professor of Biostatistics University of Florida)

Graduate Students

Adalena Nanni	PhD in progress Sex Antagonism in Drosophilia
Zihao Liu	MS 2020 Metabolomics: meta analysis instead of batch correction
Chelsea Devaux	MS December 2017 Genomics of Staphylococcus aureus (Currently PhD student Texas )
Felicia New	MS December 2015 Population Genomics in D. simulans (Currently PhD student Cornell University)
Justin Fear 	PhD May 2015 Causal inferences for regulation of Gene Networks (Currently Postdoctoral Associate NIH)
Trey Polvadore	MS 2014 (Currently PhD student Biology UFL)
Yajie Yang 	PhD 2013 University of Florida A Systems Biology Approach to Understanding Transcriptional Networks (Currently on parental leave)
Martin Gonzalo	PhD 2006 Purdue University Determination of the Genetic Basis for responses to plant population density in Zea mays L. (Currently Head of Research and Limagrain South America)
Jason Brewer	MS 2006 Purdue University Analysis of long term tillage studies (Currently Research Technician NCSU)
Karen Thompson	MS 2003 Purdue University Modeling mineral uptake in Zea mays L. (Currently Manager Pioneer Hybrid)
Yuanji Pan	MS 2003 Purdue University Analysis of Partial Diallels (Currently Research Technician NIH)
Lexingtons Ndulu	PhD 2001 Purdue University Genetic analysis of nutritional quality traits in sorghum (Currently Manager 3M)

Postdoctoral Research Associates

Xinwen Zhang 	Natural variation in pigmentation in D. melanogaster 2020-present
Jeremy Newman	The role of gene expression in diabetes 2014-2018 (Currently Research Associate Department of Pathology University of Florida)
Funda Ogut	Maize response to ozone 2016-2018 (Currently Assistant Professor Artvin Çoruh Üniversitesi Turkey)
Alexander Kirpich	Metabolomic Data Analysis 2015-2017 (Currently Assistant Professor School of Public Health Georgia State University)
Alison Gerken	Allele Specific Expression in Drosophila 2014-2015 (currently Postdoctoral Associate USDA Manhattan Kansas)
Rita Gaze	Allele specific expression and speciation in Drosophila, University of Florida 2007-2012 (Currently Associate Professor Auburn University)
Rob Kulathinal	Annotation in Drosophila (Currently Associate Professor Temple University)
Marina Telonis-Scott 	Alternative splicing and gene networks in Drosophila melanogaster, University of Florida, 2007-2009 (Currently Assistant Professor Deakin University Australia)
Jie Yang	Detection of SNPs by hybridization, University of Florida, 2007-2008 (Currently Assistant Professor SUNY Stonybrook)
Jason Pienaar	Evolution of sex dimorphism, University of Florida, 2007-2008 (Currently Senior Lecturer University of Pretoria, South Africa)
Laura Higgins	Behavioral genomics in D. melanogaster, University of Florida, 2008 (Currently product development JMP)
Koen Verhoeven	Mapping in natural populations, Purdue University, 2003-2005 (Currently Professor NIOO The Netherlands)
Cynthia Coffman	Mapping binary traits, Duke University Medical Center, VA Medical Center, 1997-2003 (Currently Research Associate Professor Duke University Medical School)

Currently funded grants
[bookmark: _Hlk76553479]PI: Lauren M. McIntyre; PI Paul Schmidt Rapid evolution of pigmentation in D. melanogaster: from cis regulation to phenotype Agency: NIH NIGMS; 1/1/2021-12/31/2024 (Total Award ~$2,000,000)
PI: Lauren M. McIntyre (Co-I Sergey Nuzhdin) Allele Specific Regulation of Context Specific GRN Agency: NIH NIGMS; 9/1/2018-8/31/2022 (Total Award $1,463,961) 
[bookmark: _Hlk76577176]PI: Arthur Edison Genetics and quantum chemistry as tools for unknown metabolite identification Agency: NIH NIEHS; 9/1/2018-8/31/2022 (~$430,000 McIntyre PI: Computational Core) 
PI: Patrick Concannon Critical role for alternative splicing in conferring risk for type 1 diabetes Agency: NIH NIDDK; (~$120,000 McIntyre) 
PI: Mark Atkinson Immune Function and the Progression to Type 1 Diabetes Agency: NIH; NIAID (~150,000 McIntyre)
PI: Rolf Renne Noncoding RNAs in gamma-Herpesvirus Biology and AIDS Malignancies
NIH NCI (8% Salary) 

Previously funded grants (PI/COPI funding only)

PI: Ana Conesa Co-PI Lauren M.  McIntyre Integrative Analysis of Metabolomic Data Agency: NIH; 9/1/2017-8/30/2019 Total Award $152,500 

PI: Steve Lower Co-I Lauren M. McIntyre Vance Fowler Magnus Hook Molecular binding reaction that initiates Staphylococcus aureus infections Agency: NIH; 6/30/2014-5/31/2019 (~$350,000 McIntyre) 

PI: Lisa Ainsworth Co-PI Lauren M. McIntyre, Andrew Leakey, Pat Brown Title: Genetic and Genomic approaches to improve Maize responses to ozone Agency: NSF;  1/1/2013-12/31/2017 Total Award $4,594,025 ($675,711 McIntyre) NSF

PI: Art Edison & Rick Yost Co-PI Lauren M. McIntyre, Tim Garrett, Glenn Walter South East Center for integrated Metabolomics Agency: NIH Total Award $7,129,401 ($812,772 McIntyre) 

PI: Lauren M. McIntyre Novel solutions to increase crop productivity: Design for multi-omics experiments Agency: Bayer Corporation; Total Award €25,000 

PI: Lauren M. McIntyre Co-PI Sergey Nuzhdin Quantitative Comparisons between genotypes and model species Agency: NIH; 9/1/2012- 8/31/2017 Total Award $1,914,075

PI: Sergey Nuzhdin Co-PI Lauren M. McIntyre, Michelle Arbeitman Title: Population Genetic Framework for Neuroanatomical Mechanisms of Behavioral modifications Agency: NIH; Dates: 4/1/2011-12/31/2015 Total Award: $1,500,000 

PI: David Bloom Co-PI Lauren M. McIntyre Title: Molecular Genetics of HSV reactivation Agency: NIH; 7/30/2011-7/31/2015 Total Award: $2,151,248 ($390,140)

PI: Erik Deumens Co-PI Lauren M. McIntyre, Senthold Asseng, Paul Avery, Jose Fortes, Xiaolin Li, Bill Farmerie, Eric Ford, Lawrence Page Title: CC-NIE Network Infrastructure: 100Gig Connection to FLR NSF OCI-1245880 10/1/2012 – 9/30/2014  Total Award: $385,405 NIH
PI: Sixue Chen Co-PI Lauren M. McIntyre, Brad Barbazuk, Doug Soltis, Pam Soltis Proteomic Analysis of Plant Polyploidy Agency: UF Opportunity Fund: Dates 5/1/2011-4/30/2013 Total Award $80,000 

PI: Chris Taylor; Co-PI: Lauren M. McIntyre, Karen Koch; Title: Functional Genomics of Transfer Cells; Agency: NSF; Dates: 09/15/08-08/15/12; Total Award: $1,992,541

PI: Pedro Fernandez-Funez; Co-PI: Lauren M. McIntyre, Henry Baker, George Casella; Title: Molecular Mechanisms of Neurodegeneration; Agency: UF Opportunity Fund; Dates: 05/01/10 – 10/30/12; Total Award: $80,000

PI: Maurice Swanson Co-PI: Lauren M. McIntyre, Brad Barbazuk, Alberto Riva, Mark Settles, Laura Ranum Interdisciplinary Center for RNA research Agency: UF Genetics Institute 6/1/2010-5/30/2012 Total Award: $100,000 

PI: Lauren M. McIntyre; Co-PI: Sergey Nuzhdin, Marta Wayne; Title: Genetic variation of the allele-specific transcriptome in Drosophila; Agency: NIH; Dates: 02/01/07-01/31/12 Total Award: $1,102,456

PI: Lauren M.  McIntyre; Co-PI: Sergey Nuzhdin, Marta Wayne; Title: Genetic variation of the allele-specific transcriptome in Drosophila ARRA supplement; Agency: NIH; Dates: 9/1/09-1/31/12 Total Award: $387,696

PI: Jose Fortez; Co-PI: Lauren M. McIntyre; Title: MRI: Acquisition of Instrumentation for Coupled Experimental–Computational Neuroscience and Biology Research; Dates: 7/1/08-6/30/11; Total Award: $1,311,108

PI: Paul Gulig; Co-PI: Lauren M. McIntyre, Valerie de Creasy, Anita Wright; Title: Genomic Analysis of Vibrio vulnificus: Understanding and Preventing Human Disease by Understanding Lifestyle in Mammals, Oysters, and Biofilms; Agency: UF; Dates: 05/1/08-04/30/09; Total Award: $85,000

PI: Vance Fowler; Co-PI: Lauren McIntyre, Steven Gill; Title: Virulence determinants in S. aureus bacteremia; Agency: NIH; Dates: 6/01/07-05/31/08; Total Award: $1,287,000

PI: Matias Kirst; Co-PI: Lauren McIntyre, George Casella, John Davis; Title: High-throughput SNP genotyping and bioinformatics pipeline for complex genomes; Agency: Opportunity Incentive Seed Fund; Dates: 6/1/06-5/31/07; Total Award: $87,674

PI: Sergey Nuzhdin; Co-PI: Lauren McIntyre, Marta Wayne, Larry Harshman, Artyom Kopp
Title: Quantitative Genomics of Sexual Dimorphism; Agency: NIH; Dates: 4/1/01-3/20/06
Total Award: $1,504,263

PI: Katy Simonsen; Co-PI: Lauren McIntyre; Title: Identifying Quantitative Trait Loci from Sequence Data in Natural Populations; Agency: NSF; Date: 9/2000-8/2004; Total Award: $343,000

PI: Rebecca Doerge; Co-PI: Lauren McIntyre; Title: Development of Statistical Methods for Agricultural Genomics; Agency: USDA-IFAFS; Date: 9/2000-8/2003; Total Award: $500,000

PI: Lauren McIntyre; Co-PI: Rebecca Doerge; Title: Statistical Analyses for Binary Traits
Agency: NSF; Date: 9/1998-6/2003; Total Award: $297,107
